1 Experimental results
Quantitative Reverse Transcription Polymerase Chain Reaction
We performed independent assays by using QRT-PCR for miR-9 (Assay ID 000583, UCU-UUGGUUAUCUAGCUGUAUGA, Applied Biosystems) on both tumor and adjacent uninvolved lung from 30 cases of NSCLC, which are typical cases out of 130 cases. All RT-PCR experiments were performed in three independent experiments conducted in triplicate on all study samples. Data were presented relative to RNU48 for microRNA based on calculations of 2 −∆Ct . Statistical significance was defined as p < 0.05 as mea-sured by Students t-test. Figure S1 . miR-9 expression in NSCLC. A. miR-9 expression by qRT-PCR in individual NSCLC and adjacent uninvolved lung (N=30). B. Increased miR-9 in group of NSCLC compared to adjacent uninvolved lung.
In Situ Hybridization for miR-9
In situ hybridization for miR-9 was performed as previously described [1] . We obtained a
Locked nucleic acid (LNA)-modified probe with 5 digoxigenin labeling for miR-9 (Exiqon).
Following protease digestion 2 pmoles/L of the probe was hybridized to NSCLC and adjacent uninvolved tissue sections for 15 hours, then washed. The probe was visualized after nuclear fast red counterstain. Figure S2 . In situ hybridization of miR-9 in NSCLC: A. Scrambled miR demonstrating no signal in NSCLC. B. miR-9 in case of NSCLC compared to adjacent normal lung. C. Higher magnification of cytosolic staining for miR-9 (arrow). D. miR-9 (arrowheads).
